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Example #4. ���
Annotate Genomic Position files with Ensembl genes.���



Step 1. ���
���

Download  and uncompress the Genomic Position example files:���
���
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Step 2. ���
���

Load uncompressed Genomic Position files:���
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Hg18_hgnc_ensembl_genes.bed���
Case1.variants.pileup���
���

Find the!
loaded!
files in the !
Data !
Repository!



Step 3. ���
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a)  Click on ‘Annotate GP file’ button in the upper toolbar.���
���



Step 4. ���
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a)  Choose your annotation files.���

Output name!
File to annotate !

Ensembl file!



Step 5. ���
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Now take it easy, your file is being annotated in PileLineGUI…���



Step 6. ���
Pile Line

Check results output in the Data Repository!!���

File	
  B	
  

Your input file! Ensembl!
annotation!
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For further info see PileLineGUI Documentation at:���
���
���

http://sing.ei.uvigo.es/pileline/pilelineguihelp/���


